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An erratum on
Exploring the potential benefits of strati-
fied false discovery rates for region-based
testing of association with rare genetic
variation
by Xu, C., Ciampi, A., and Greenwood,
C. M. T. (2014). Front. Genet. 5:11. doi:
10.3389/fgene.2014.00011
Regrettably, the Acknowledgments were
omitted from the submitted manuscript
and are therefore included here in this
Corrigendum
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